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Causes and Significance of Antibiotic / Antimicrobial 
Resistance
Research Objective
We aim to evaluate antimicrobial resistance in gut microbiota of Mantled 















- Zoonotic sources of infectious 
disease




tet(B) is an antibiotic 
resistance (ATBR) 
gene associated with 
the tetracycline family 
of antibiotics.
Tetracyclines are the 
most common 
livestock antibiotic, 
accounting for 67% 
purchased antibiotics.
Studies of similar 
geography in Mexico 
have identified tet(B) in 
the fecal microbiota of 
arboreal species.
ATBR Association Tetracyclines Previous Research
tet(B)
Methods
Identifying tet(B) in Gut Microbiota of Mantled Howler 
Monkeys of Costa Rica
Biosafety Approval # Stoos0221-07BIO
Fecal collection and export permit granted by MINAET Costa 
Rica
Import permit granted by CDC
Methods
Feces Collection:
















Reaction (PCR) & Gel 
Electrophoresis
Interpretation and Analysis:


























Expected Results of tet(B) Prevalence
Expected Results
- Evidence of tet(B) in our bacterial 
DNA obtained from fecal samples
- Expected similarities between 
previous studies due to habitat and 
livestock interactions
- Possible differences due to species 
and climate inconsistencies
Figure 1. Prevalence of antimicrobial resistance (AMR) genes in 
Escherichia coli DNA from black howler monkey (Alouatta pigra), cattle 
(Bos taurus), sheep (Ovis aries), and horses (Equus caballus) detected by 
PCR in Balanca´n, Tabasco, Mexico.5
Discussion / Conclusion
Anthropogenic Effects in Mantled Howler Monkeys
● If TetB is identified in our samples…






Antimicrobial resistance is easily 
transferred to humans and poses a threat to 
individual and global health.
Human Health Impact
https://sfamjournals.onlinelibrary.wiley.com/doi/full/10.1111/1751-7915.13587
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